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BURERIZ 3\ T4l & iz Severe acute respiratory syndrome coronavirus 2 (SARS-CoV-2)
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Table 1. Number of SARS-CoV-2 Variant Strains Isolated from Clinical Speciments
from December 2021 to May 2022

Delta Omicron .
No. of . . Unknown  Non-isolated
variants  variants
samples (%) (%)
(%) (%)
13 58 1 79
151
(8.6) (38.4) 0.7) (52.3)

Table 2. Number of SARS-CoV-2 Omicron Variant Strains Isolated by Cell Types

Vero E6 and Vero E6 /
No. of Vero E6 Vero
Vero E6 / TMPRSS2
samples (%) (%)
TMPRSS2 (%) (%)
58 23 20 13*
(39.7) (34.5) (24.5**)

*: Of the 53 inoculations, 11 strains were isolated.
**: 53 clinical samples were tried for Vero cell line.

Table 3. Results of Isolation of the Omicron Variant Strains from Clinical Specimens by the MM with Amphotericin B

MM with
amphotericin B

MM without amphotericin B

Vero E6
Vero E6/
Cell type Samples Isolated Vero E6 and
TMPRSS2
Vero E6/TMPRSS2
45 36 1 17 16
Vero E6 .
Isolation rate 80.0% 2.2% 37.8% 35.6%
39 21 2 14 16
Vero i
Isolation rate 53.8% 5.1% 35.9% 41.0%

# L72 SARS-CoV-2 &, HHE D MM TEE LD ED
T, EEERICBVT 100%—FH Lz, Ko T, 45k
BRIZT 747V BERMLEZGATY, SlEY A
VA DBAGT-FNT S IERERN 2N Z E R B e o7z,

F72, A7 o BkiE Vero EGBITMPRSS2 HfiaiZ v C
TIVH RN TEEG RN E OWE L H D 8. L
L, AEOMFEREFR S, Vero EBITMPRSS2 il i 73 B 5-
L7=43BfE%0%, Table 2.0> VeroE6 and Vero E6/TMPRSS2
yBfER L Vero EBITMPRSS2 DOy BEEt D &7 BN, 43/58

(74.1%) 720, SyEEkER 6 /5 & Vero EBITMPRSS2
AL BERITS | e E BAF & W2 7=, F£72, Vero E6
i, Verofifici\\W T, 7747 U BEMATZMM

A LI E OB EECE D 4 BRI E 2o 7.

AKAFFEC, Vero E6/TMPRSS2 #ilfiii%, SARS-CoV-2 2%
AHAEAE Eo> TMPRSS2 % FIIH L CHERE~DIRARRE 2 flIG
fELzfilaE LT, £, b9 FHORARE, = Y
A F=V AR AT L LT > 7 T Y v BRI MM
ZE L7z Vero E6 fllfid & O#EELOIRARREE ORI Z
TOEEEIC LY, A2 7 u RO Y K0 AR
THOZEMTEDLEEZD.

SthbHEax OERKMPHBE L T 5 ETHRENDLH,
SARS-CoV-2 £ BIRDEN=RI 72 5y BERG R ORESIFIZ DN T
BMEtEITH> ZEDREETHD.
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(A) Microscopic image of normal VeroES6 cells
(B) CPE image of the Omicron variant on Vero E6 cells
(C) CPE image of the Omicron variant on Vero E6 cells in MM
with amphotericin B
(D) Microscopic image of normal Vero E6/TMPRSS2 cells
(E) CPE image of the Omicron variant on Vero E6/TMPRSS2
cells
(F) Microscopic image of normal Vero cells
(G) CPE image of the Omicron variant on Vero cells
(A-G) Magnification X 100
Arrows point to syncytium.

Fig. 1. Inverted Microscopic Images of CPEs on the Omicron Variant Strains on Different Types of Cells
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Investigation of Isolation and Culture Conditions for Omicron Variant Strains of Severe Acute Respiratory Syndrome
Coronavirus 2 (SARS-CoV-2) Isolated in Tokyo, Japan.

Isao YOSHIDA? Mami NAGASHIMA?, Hiroyuki ASAKURA?, Ryota KUMAGAI?, Noeru HASEGAWA?, Maya ISOGAI?,
Takushi FUJIWA?, Jun SUZUKI?, and Kenji SADAMASU?

Since the beginning of the outbreak, we have been isolation culturing severe acute respiratory syndrome
coronavirus 2 (SARS-CoV-2), the causative virus of COVID-19, using Vero lineage cells. Omicron variants, on the
other hand, differ from conventional strains (including alpha and delta variants) and can be challenging to
isolation culture in some cases. In this research, we looked at how adding amphotericin B to Vero E6 and Vero
cells affected the isolation rate. As a result, using amphotericin B added MM improved the viral isolation rate of
Vero E6 and Vero cells. We believe that further research into isolation and culture conditions for new SARS-CoV-

2 variants that are likely to emerge in the future is required.
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