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1%, 20194EH[EKE (OM372490) & 97.7~98.3% D HgHk—
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Td D ATREMEDI V.

AEIOENTTIE, 2020 FHEIC 1 FF| DA vl
Gl1.4Sydney[P31]74%, 2021 /% Tl NoV BEtEE#ID 5 5
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A Genetic Analysis of Norovirus Cases Detected in Tokyo (April 2021-March 2022)

Yu YAOITA?, Michiya HASEGAWA?, Hiroyuki ASAKURA?, Miyuki NAGANQ?, Yukinao HAYASHI?, Akane NEGISHI?, Mamiyo
KAWAKAMI?, Masaki HAYASHI?, Takako YAMAZAKI?, Kenshirou KUROKI?, Maya ISOGAI?, Yurie KITAMURA® Emiko
KAKU?, Takushi FUIIWARA?, Hirofumi MI'YAKE?, Mami NAGASHIMA?,

Jun SUZUKI?, and Kenji SADAMASU?

Molecular epidemiological analysis of NoV including two regions, polymerase region and VP1 region, was performed on fecal
specimens from suspected food poisoning cases or cases brought in as active epidemiological surveillance in which norovirus (NoV) was
detected in Tokyo in FY2021.

The results showed that 36 (55.4%) of GIl.4 Sydney[P31], 20 (30.8%) of GII.2[P16], 2 (3.1%) of GII.17[P17] in the 65 cases, and
GI1.3[P25], GII.3[P12], Gll.4 Sydney [P16], GII.6 [P7], GI.2 [P2], GI.5 [P4], and GI.6 [P11] were detected in 1 case (1.5%) each. Of the
36 cases of Gl1.4 Sydney [P31], 11 cases (30.6%) from suspected food poisoning cases and 1 case (1.5%) from an active epidemiological
surveillance. In addition, phylogenetic tree analysis revealed that GIl.4 Sydney [P31] showed that some Gll.4 Sydney [P31] formed a
divergent cluster.

Furthermore, we were subjected to full-length analysis by next-generation sequencing (NGS) and compared with strains detected in
Japan and worldwide in the past. The Gl1.4 Sydney[P31] strains detected in this study showed characteristic amino acid mutations in the
P2 domain compared to the 2015 Osaka strains, and also formed a cluster in the phylogenetic tree analysis of regions including the
polymerase and VVP1 regions.

Keywords: norovirus, food poisoning, genotype, polymerase region, NGS
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