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# 1. (HEE |k ESBL FEAE R DMK

B No. B R AR Sequence Type JiiiRfEit] it 2~ L7 38
17-90 A X B2 ST131 025:H4 ABPC, CTX, NA, NFLX, OFLX, CPFX, KM
17-96 A X B2 ST131 025:H4 ABPC, CTX, NA, NFLX, OFLX, CPFX, KM, GM
17-98 A X B2 ST131 025:NM" ABPC, CTX, NA, NFLX, OFLX, CPFX, KM, GM
17-100 *= B2 ST131 025:H4 ABPC, CTX, NA, NFLX, OFLX, CPFX
18-104 * = B2 ST131 025:H4 ABPC, CTX, NA, NFLX, OFLX, CPFX
*NM: FEEdEh M
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Molecular Epidemiological Analysis of ESBL-Producing Escherichia coli B2-025-ST131 Isolated from
Companion Animals

Yukihiro KODO?, Kai KOBAYASHI* , Hiroaki KUBOTA®?, Tsukasa ARIYOSHI?, Yumi UCHITANI,
Keiko YOKOYAMA?, Takayuki SHINKAI® and Kenji SADAMASU?

The 2016 National Action Plan on Antimicrobial Resistance highlights the importance of controlling and implementing measures
against multidrug-resistant bacteria in animals and the environment, based on the One Health approach. Among the extended-spectrum
beta-lactamase (ESBL)-producing Escherichia coli, strains belonging to B2-025-ST131 have been widespread worldwide.

In this study, we investigated ESBL productivity and performed a molecular epidemiological analysis on 20 strains of E. coli 025
isolated from dogs and cats that visited a veterinary hospital in Tokyo. Five of these 20 strains produced ESBL, and all five strains were
resistant to fluoroquinolone. As a result of whole genome analysis, these five strains were found to be fluoroquinolone-resistant B2-025-
ST131 strains harboring blactx-m-15 as an ESBL gene located on their chromosome.

In recent years, awareness of companion animals like dogs and cats has changed, and closer relationships have been established between
humans and companion animals. As such, companion animals may serve as a reservoir for multidrug-resistant bacteria. Therefore, it is

necessary to monitor trends in the prevalence of multidrug-resistant bacteria in companion animals.

Keywords: multidrug-resistant bacteria, companion animal, Escherichia coli, ESBL, ST131, genome-wide analysis, dog, cat
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