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A Genetic Analysis of Norovirus Food Poisoning Cases Detected in Tokyo (April 2020-March 2021)

Yu YAOITA?, Michiya HASEGAWA?, Hiroyuki ASAKURA?, Miyuki NAGANO?
Yukinao HAYASHI?, Akane NEGISHI?, Ryota KUMAGAI?, Mamiyo KAWAKAMI? Masaki HAYASHI?,
Takako YAMAZAKI?, Yurie KITAMURA?, Emiko KAKU?, Takushi FUIIWARA?, Hirofumi MIYAKE?, Mami NAGASHIMA?,
Takashi CHIBA?, Jun SUZUKI* and Kenji SADAMASU?

We conducted a molecular epidemiological analysis of 19 cases in which norovirus (NoV) was detected in the fecal samples of
individuals with suspected food poisoning in Tokyo from April 2020 to March 2021. Sequencing analysis was performed in VP1 and
the polymerase region of NoV.

GI was detected in 6 cases, GII in 12 cases, and both GI and GII were detected in 1 case. The genotypes of NoV GI and GII were
GII.2 [P16] in 8 cases, GII.17 [P17] in 4 cases, and GI.6 [P11] in 4 cases; G1.7 [P7], GL.4 [P4], and GII.4Sydney [P31] were in 1 case
each. GII.4 was the Sydney 2012 type that was most frequently detected in the previous season (April 2019-March 2020). The
detection status of NoV from April 2020 to March 2021 under the COVID-19 pandemic showed a different trend from that of the
previous season. The number of specimens of suspected food poisoning also decreased by 52.9% from the previous season.

In addition, one or two samples classified as GIL.2 [P16], GII.17 [P17], GIL.4 Sydney[P31], GL.6 [P11], and GI.7 [P7] were
analyzed using next-generation sequencing (NGS), which revealed that these genotypes showed an homology of 98.0% or greater to

previously detected strains in Japan or overseas.

Keywords: norovirus, food poisoning, genotype, polymerase region, NGS
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