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A Genetic Analysis of Norovirus Cases Detected in Tokyo (April 2019-March 2020)

Yu YAOITA?, Michiya HASEGAWA?, Hiroyuki ASAKURA? Miyuki NAGANO?
Yukinao HAYASHI?, Akane NEGISHI? Ryota KUMAGAI?, Mamiyo KAWAKAMI?, Yurie KITAMURA®
Emiko KAKU? Mami NAGASHIMA?, Takashi CHIBA?, and Kenji SADAMASU?

We conducted a molecular epidemiology analysis of the VP1 region in norovirus (NoV) in 96 cases of suspected food poisoning with
norovirus detection in Tokyo between April 2019 and March 2020.

During the analysis, GI1.4Sydney 2012 was the most frequently detected genotype, followed by GII.2 and GII.17. These three
genotypes accounted for about 80% of all cases. The polymerase region in the viral genome of the cases with identified GII.12, GIL.21,
or GI.3 genotype and 38 cases with other genotypes were analyzed. The GII.12 and GII.21 cases were classified into clade GII.12[P16]
and GII.21[P21]. The GI.3 cases were classified into clades GI.3[P3] and GI.3[P13]. And GII.4 was divided into clades GII.4 [P31] and
GIL4 [P16].

Keywords: norovirus, food poisoning, genotype, VP1, polymerase region
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