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Molecular Epidemiological Analysis of Norovirus in Tokyo, April 2017—March 2019
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We conducted genotyping and molecular epidemiological analysis of Norovirus detected in Tokyo between April 2017 and March
2019. Noroviruses were detected in 305 cases, with the GII.2 and GII.4 strains being the majority. A case group comparison showed
that the majority of the groups in which the GII.2 strain was detected were elementary school students or older adults. However, the
GII.4 strain was detected in a wide range of age groups, from the young to the elderly. The GII.4 strains detected in this study were

classified into the Sydney 2012 type.
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