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Improved Genetic Methods for Rabies Diagnosis

Kaoru HATAKEYAMA”, Yumi UCHITANI", Rumi OKUNO", Kenji SADAMASU"
Mitsugu HOSAKA" and Akemi KAI"

Real-time PCR and RT-nested PCR methods using novelly designed primer sets were developed for the detection rabies virus.
Compared with the conventional PCR method, real-time PCR and RT-nested PCR can detect a lower number of virus copies (1000
times more sensitive). The nucleoprotein gene amplified by RT-nested PCR was subjected to sequencing and phylogenic analyses.
These techniques successfully identified rabies virus, and they could also be useful for revealing the origin of rabies virus with a

geographic area. The combination of real-time PCR and RT-nested PCR can therefore be considered useful for rabies diagnosis.

Keywords: rabies, rabies virus, RT-PCR, RT-nested PCR, real-time PCR, nucleoprotein gene
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