A XONEBIZE TS Malassezia BRDZRE IR & D BEMRD D FEMFRIBEHT

Rl | K R OE MTE oW MR B oW %
(A= A S I N S 22

Il

T % %

Occurrence and Molecular Analysis of Malassezia spp. in the External Ear Canal of Dogs

Takashi CHIBA, Kaoru HATAKEYAMA, Hiroshi MIZUTANI, Tomoaki WAUKE, Yumi TAKAHASHI,
Sumio YAMADA, Akemi KAI and Kazuyoshi YANO

HOEME R 22 2 JeE v % —FFJEEH 58 5 Bl
2007



4 XDNEIZE TS Malassezia BEDRFIRR & 586D 5 FEMF RN

T % & oA (TER SR P NI A
H

=
i

woORT, R & OB X, R B

B>, = M B EY,
&*5

B, RTE

Occurrence and Molecular Analysis of Malassezia spp. in the External Ear Canal of Dogs

Takashi CHIBA*, Kaoru HATAKEYAMA * 2, Hiroshi MIZUTANI* ®, Tomoaki WAUKE™*,Yumi TAKAHASHI*,
Sumio YAMADA* 4, Akemi KAI*and Kazuyoshi YANO™* >

Malassezia yeasts are normal skin flora of human and animals. However, hospitals have acquired infections caused by Malassezia spp.

have been reported recently. The aim of this study was to evaluate the occurrence and DNA sequence diversity of Malassezia spp. in

the external ear canal of dogs in the Tokyo Metropolitan Area.

As a result Malassezia spp. were isolated from 33 out of 52 (63.5%) dogs. M. pachydermaitis was identified in 31 (59.6%) specimens

by rDNA sequence analysis. These 31 isolates were classified into 5 clusters by molecular phylogenetic analysis using ITS1 region.

Three isolates from 3 out of 52 specimens were found to display a high rDNA region sequence similarity to that of M. japonica type

strain.
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Table 1. Occurrence of /. pachydermatisin dogs

No. of tested No. of positives (%)

52 31 (59.6)

Age

1-5 years 12 8 (66.7)

6-10 years 23 14 (60.9)

11-15 years 16 9 (56.3)

>15 years 1 0 (0.0)
Weight

<5 kg 3 (33.3)

5-10 kg (52.4)

11-15kg 19 13 (68.4)

15-20 kg 7 (57.1)

>20 kg 2 2 (100.0)
Breed

Mixed 33 17 (51.5)

Thoroughbred 19 14 (73.7)
Sex

M 31 22 (71.0)

F 15 8 (53.3)

u* 6 1 (16.7)
Area

Wards 20 11 (55.0)

Tama 32 20 (62.5)

* castrated or contracepted
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Fig. 1. Phylogenetic Analysis (Neighbor-Joining Method) of M. pachydermatis Isolated from Dogs in Tokyo, Based on The

Sequences of ITS1.

Bootstrap percentages at the respective node were derived from 1000 replicates. Type strains were denoted by superscript "T".
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